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SEQUENCE LISTING 



ices 
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<160> 47 

<170> Patentin version 3.1 

<210> 1 

<211> 215 

<212> PRT 

<213> Rat 

<400> 1 

Met Pro Ala Phe Asn Arg Leu Leu Pro Leu Ala Ser Leu Val Leu lie 
15 10 15 



Tyr Trp Val Arg Val Cys Phe Pro Val Cys Val Glu Val Pro Ser Glu 



20 



25 



30 



Thr Glu Ala Val Gin Gly Asn Pro Met Lys Leu 
35 40 



Arg Cys lie Ser Cys 
45 



Met Lys Arg Glu Glu Val Glu Ala Thr Thr Val 
50 55 



Val Glu Trp Phe Tyr 
60 



Arg Pro Glu Gly Gly Lys Asp Phe Leu lie Tyr 
65 70 75 



Glu Tyr Arg Asn Gly 
80 



His Gin Glu Val Glu Ser Pro Phe Gin Gly Arg 
85 90 



Leu Gin Trp Asn Gly 
95 



Ser Lys Asp Leu Gin Asp Val Ser lie Thr Val 
100 105 



Leu Asn Val Thr Leu 
110 



Asn Asp Ser Gly Leu Tyr Thr Cys Asn Val Ser Arg Glu Phe Glu Phe 
115 120 125 



Glu Ala His Arg Pro Phe Val Lys Thr Thr Arg Leu lie Pro Leu Arg 
130 135 140 



Val Thr Glu Glu Ala Gly Glu Asp Phe Thr Ser Val Val Ser Glu He 
145 150 155 160 



Met Met Tyr He Leu Leu Val Phe Leu Thr Leu Trp Leu Phe He Glu 
165 170 175 



Met He Tyr Cys Tyr Arg Lys Val Ser Lys Ala Glu Glu Ala Ala Gin 
180 185 190 



Glu Asn Ala Ser Asp Tyr Leu Ala He Pro Ser Glu Asn Lys Glu Asn 
195 200 205 



Ser Val Val Pro Val Glu Glu 
210 215 



<210> 2 

<211> 215 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Pro Ala Phe Asn Arg Leu Phe Pro Leu Ala Ser Leu Val Leu He 
15 10 15 



Tyr Trp Val Ser Val Cys Phe Pro Val Cys Val Glu Val Pro Ser Glu 
20 25 30 



Thr Glu Ala Val Gin Gly Asn Pro Met Lys Leu Arg Cys He Ser Cys 
35 40 45 



Met Lys Arg Glu Glu Val Glu Ala Thr Thr Val Val Glu Trp Phe Tyr 
50 55 60 



Arg Pro Glu Gly Gly Lys Asp Phe Leu He Tyr Glu Tyr Arg Asn Gly 
65 70 75 80 



His Gin Glu Val Glu Ser Pro Phe Gin Gly Arg Leu Gin Trp Asn Gly 
85 90 95 



Ser Lys Asp Leu Gin Asp Val Ser He Thr Val 
100 105 


Leu Asn Val 
110 


Thr Leu 




Asn Asp Ser Gly Leu Tyr Thr Cys Asn Val Ser 
115 120 


Arg Glu Phe 
125 


Glu Phe 




Glu Ala His Arg Pro Phe Val Lys Thr Thr Arg 
130 135 


Leu He Pro 
140 


Leu Arg 




Val Thr Glu Glu Ala Gly Glu Asp Phe Thr Ser 
145 150 155 


Val Val Ser 


Glu He 
160 




Met Met Tyr He Leu Leu Val Phe Leu Thr Leu 
165 170 


Trp Leu Leu 


He Glu 
175 




Met He Tyr Cys Tyr Arg Lys Val Ser Lys Ala 
180 185 


Glu Glu Ala 
190 


Ala Gin 




Glu Asn Ala Ser Asp Tyr Leu Ala He Pro Ser 
195 200 


Glu Asn Lys 
205 


Glu Asn 




oer i\JLa va± fro vaj. oxu vjr±u 
210 215 








<210> 3 

<212> DNA 
<r91 '\ T-;^i- 

<i.^JLj-> X.CIL. 








^ *± W W ^ J 

cgtggccctg gagagggacg gttttgacca cctaatcgtc 


cagcatcggg 


gcttcgcaag 


60 


atccaggaac gcgccccacg gaaaggggtc cctcggtcta 


cccatcctcc 


acctctgaga 


120 


tcacccaccc caccggaggt cccacctctt tccacccctg 


aaggacctcc 


tgtgagcccg 


180 


ggaccctgtg tacaggactg aagtggaaca aattctgtag 


cccagacgac 


ggctggagtg 


240 


gggacacgcc caactgaaga agcctgcccc gccgtagaag 


cccgagatcc 


tgagtctcgg 


300 


tggattgaag tcgttgtccc tgggggaggc aagagcttca 


gaaatcgctt 


acggtggaaa 


360 


agatgcctgc cttcaacaga ttgcttcccc tagcttctct 


agtgctcatc 


tactgggtca 


420 


gagtctgctt ccctgtgtgt gtggaagtgc cctcggagac 


agaagcggtg 


cagggcaatc 


480 


ccatgaagct gaggtgcatc tcctgcatga agagggagga 


ggtggaggcc 


accactgtgg 


540 





ctacaggcct 


qaqqacqata 


aagatttec t 


tatatatgag 


tatcggaatg 


600 


gccaccagga 


aataaaqaac 


cccttccaag 


geegtetgea 


qtqqaatqqq 


agcaaagacc 


660 




atccatcact 


gtactcaatg 


teactttgaa 


tgactctggc 


ctctacacat 


720 


gcaatgtgtc 


cagggagt tc 


gaattcgagg 


eacacaggee 


ttttgtgaag 


accacgagac 


780 


d O d ^ w 


gcgagt cact 


Qaacraaacaa 


gagaagaett 


cacctccgtg 


gtc tcggaaa 


840 


t"cataatata 


cat cc tcctg 


gt c t tec tea 


ect tgtgget 


gtt tattgag 


atgatctatt 


900 


^-H v,^ Cc^^ 


aat" c t p t aaa 


zj ^ Zj Z3 


caacacaaaa 

N-O \^ \mf 


aaatgcgt c t 


gac tacc t tg 


960 




aaaaaapaaa 


aaaaactcta 


taat acc tat 


gga.ggaataa 


tgtggtgtga 


1020 


pi" 1" aaaataa 


tat apapaoa 


cat c taaaaa 


aataat c taa 


a tac taaaaa 


ac tggata t c 


1080 


pppacrt't~paci 


taatappaac 


aa t a t paaaa 


aatappppaa 


atatpppaac 


acat ccat c t 

t*. *W Ita* * 


1140 


tttctattca 


tcaaccacca 


acccaatgtg 


agattttcac 


ctgacttccg 


aactctat ca 


1200 


aaaptctapa 


catc t tt acc 


t tgcc tgaac 


cgaagagcca 


acatctatc t 


ctacacggac 


1260 


taaacctcac 


tctgttcttg 


ct tccaacca 


agt aac t ccc 


aacttaac ta 


gagttgt t cc 


1320 


pt~a"t~at"t"ppa 


aat"aatttaa 


acaagtactg 


gagagt agt a 


t tacc tc tgc 


cctgactgtc 


1380 


t" a t" aa p t" aaa 


t~pattptppa 

W Ck w I— Vw V— ^ 


O ^-4 Vw* Q-A ^— ^ t-i d. d. 


aaaa taaat a 

d. ^ d. li^ ^ d. L## d. 


t" aa at paaaa 

V-*. t*. Iw* V** t*. 


gaaagccc tg 


1440 


apt~aci1~t**t"cit~ 


pt"t*aaaappa 

w U> U> d CI- y \^ \_> CI 


a aapat appa 

d d > — y y V — V — d 


patapat~apt 


ttaattcatt 


aaaatpaatt 

^-4 d^ d k^ Xwi* CA C* ^ 


1500 


t ^^pptap^^ 


pt~paaaar'ap 


paaa ^^^cscpit' 


appppt'aat'a 


\^ \^ \^ y _3 y y ^ 


pat~pat~p1"a't~ 


1560 


»^ CT. i— y ^ CT. 


apaptttpta 

Cl ^ ^ V — ^ 


aaap t paata 


t t taaaaact 

^ ^ ZD ZD ZD ZD 


atat ccccat 


aat cc taa aa 


1620 


acc taaaaca 


aapppaaaa p 


ttpp aaaaaa 

W W ^ CA t-A t4. 


t cccaaaaaa 


aaatccaaaa 

ZD ZD ZD ZD 


caatt t caaa 


1680 


at" p t" pcf a a a a 


t~aat"at"aapa 


pap1~pptaat 


at taaaaa pa 


taaa taaata 

d. ^y 3 3 


app 1 1 1 p taa 

d. V-^ x—' C^ C ^ ^ C^ y y 


1740 


a t" t" cia a a p t" p 


pfpaattptt" 


patatptcaa 


tat c tat aaa 

^ ZD ZD ZD ZD 


tcaatattaa 


tcctcatttt 

W \mf W ^ ^ ^ 


1800 


acaaaaaaaa 


ac taaaac t p 


acacaaggc t 


gaacaggaca 


t tt aggggat 


taaactgggc 


1860 


cagagatgac 


tttcctgcca 


ccaacctcac 


actccctggg 


atgagaggta 


tttttgagga 


1920 


etc taacatt 


cagcatgcca 


tt tgcc cage 


ggaagctgac 


tgccacagat 


ctgaggaact 


1980 


ggaaaccagg 


taagaaaaca 


cagaeggeat 


gagatagact 


tcaggatttc 


acacaaagat 


2040 


ttgtgaatct 


gaagcatcct 


ceaggagaga 


cggcacccga 


gggcaatatc 


tctgtgatga 


2100 


aaaatggttt 


tagtctgaaa 


tggaeagtca 


acagagagac 


aaagatgggc 


gtgtagcttc 


2160 


taaatacctc 


acctgtagat 


gteaegtttg 


ggtactggtg 


tttgtaaagt 


cccccacctg 


2220 



<210> 4 

<211> 1261 

<212> DNA 

<213> Homo sapiens 

<400> 4 

ccctcccttc cgagctgagc ttaccctggg cgcaaacgag cgaggcaggg gcgcgagtgg 60 

aagctggagt tccggggtgg gcggggaggc gactgtccgt ggtgctgagc gccggcgaga 12 0 

gcgggcgcgg agcggctgat cggctccctc gaactgggga ggtccagtgg ggtcgcttag 180 

ggcccaaagc ccccacccgg ctccaaaagc tcccagggcc tccccaggca ccggtgctcg 240 

gcccttcctt cggtcagaaa gtcgccccct gggggcagtt cgtcccaaag ggtttcctcg 300 

aaagaatctg agagggcgca gtccttgacc gagggaatct ctctgtgtag ccttggaagc 360 

cgccagcccc agaagatgcc tgccttcaat agattgtttc ccctggcttc tctcgtgctt 420 

atctactggg tcagtgtctg cttccctgtg tgtgtggaag tgccctcgga gacggaggcc 4 80 

gtgcagggca accccatgaa gctgcgctgc atctcctgca tgaagagaga ggaggtggag 54 0 

gccaccacgg tggtggaatg gttctacagg cccgagggcg gtaaagattt ccttatttac 600 

gagtatcgga atggccacca ggaggtggag agcccctttc aggggcgcct gcagtggaat 660 

ggcagcaagg acctgcagga cgtgtccatc actgtgctca acgtcactct gaacgactct 720 

ggcctctaca cctgcaatgt gtcccgggag tttgagtttg aggcgcatcg gccctttgtg 780 

aagacgacgc ggctgatccc cctaagagtc accgaggagg ctggagagga cttcacctct 840 

gtggtctcag aaatcatgat gtacatcctt ctggtcttcc tcaccctgtg gctgctcatc 900 

gagatgatat attgctacag aaaggtctca aaagccgaag aggcagccca agaaaacgcg 960 

tctgactacc ttgccatccc atctgagaac aaggagaact ctgcggtacc agtggaggaa 102 0 

tagaacagga gcagtgtgac atgaggtggc ctgaacacct gagggactgg acatcccatg 1080 

ttcagcaatg tcaatggcat caggagggcg ccccaagggc cccatcgctt cccttcatgc 114 0 

atccattgtt ctgttcattc attcatccat acatccacct gcctctgagc tttcacctct 1200 

gactccctaa ctccatcaga cctctacgca ccataagact ctgccagaac tgagaagccg 1260 

g 1261 

<210> 5 

<211> 24 

<212> PRT 

<213> Homo sapiens 



<400> 5 

Met Pro Ala Phe Asn Arg Leu Phe Pro Leu Ala Ser Leu Val Leu lie 
1 5 10 15 



Tyr Trp Val Ser Val Cys Phe Pro 
20 



<210> 6 

<211> 24 

<212> PRT 

<213> rat 

<400> 6 

Met Pro Ala Phe Asn Arg Leu Leu Pro Leu Ala Ser Leu Val Leu lie 
15 10 15 



Tyr Trp Val Arg Val Cys Phe Pro 
20 



<210> 7 

<211> 19 

<212> PRT 

<213> homo sapiens 

<400> 7 

Met Pro Ala Phe Asn Arg Leu Phe Pro Leu Ala Ser Leu Val Leu lie 
15 10 15 



Tyr Trp Val 



<210> 8 

<211> 19 

<212> PRT 

<213> rat 

<400> 8 

Met Pro Ala Phe Asn Arg Leu Leu Pro Leu Ala Ser Leu Val Leu lie 
15 10 15 



Tyr Trp Val 



<210> 9 
<211> 12 



<212> PRT 

<213> homo sapiens 



<400> 



9 



Met Pro 
1 



Ala Phe Asn Arg Leu Phe Pro Leu Ala Ser 
5 10 



<210> 10 

<211> 12 

<212> PRT 

<213> rat 

<400> 10 

Met Pro Ala Phe Asn Arg Leu Leu Pro Leu Ala Ser 
15 10 



<210> 11 

<211> 15 

<212> PRT 

<213> homo sapiens 

<400> 11 

Phe Pro Leu Ala Ser Leu Val Leu lie Tyr Trp Val Ser Val Cys 
15 10 15 



<210> 12 

<211> 15 

<212> PRT 

<213> rat 

<400> 12 

Leu Pro Leu Ala Ser Leu Val Leu lie Tyr Trp Val Arg Val Cys 
15 10 15 



<210> 13 

<211> 5 

<212> PRT 

<213> homo sapiens 

<400> 13 

Ser Val Cys Phe Pro 
1 5 



<210> 14 

<211> 5 

<212> PRT 

<213> rat 



<400> 14 



Arg Val Cys Phe Pro 
1 5 



<210> 15 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 15 

Val Leu lie Tyr Trp Val Ser Val Cys Phe Pro 
1 5 ' 10 



<210> 16 

<211> 11 

<212> PRT 

<213> rat 

<400> 16 

Val Leu lie Tyr Trp Val Arg Val Cys Phe Pro 
15 10 



<210> 17 

<211> 39 

<212> PRT 

<213> homo sapiens 

<400> 17 

Met Pro Ala Phe Asn Arg Leu Phe Pro Leu Ala Ser Leu Val Leu lie 
15 10 15 



Tyr Trp Val Ser Val Cys Phe Pro Val Cys Val Glu Val Pro Ser Glu 
20 25 30 



Thr Glu Ala Val Gin Gly Asn 
35 



<210> 18 

<211> 39 

<212> PRT 

<213> rat 

<400> 18 

Met Pro Ala Phe Asn Arg Leu Leu Pro Leu Ala Ser Leu Val Leu lie 
15 10 15 



Tyr Trp Val Arg Val Cys Phe Pro Val Cys Val Glu Val Pro Ser Glu 
20 25 30 



Thr Glu Ala Val Gin Gly Asn 
35 



<210> 19 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 19 

Cys Val Glu Val Pro Ser Glu Thr Glu 
1 5 



<210> 20 

<211> 17 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Trp Val Ser Val Cys Phe Pro Val Cys Val Glu Val Pro Ser Glu Thr 
15 10 15 



Glu 



<210> 
<211> 
<212> 
<213> 



21 
17 
PRT 
Rat 



<400> 21 



Trp Val Arg Val Cys Phe Pro Val Cys Val Glu Val Pro Ser Glu Thr 



10 



15 



Glu 



<210> 22 

<211> 159 

<212> PRT 

<213> Homo sapiens 

<400> 22 



Met Pro Ala Phe Asn Arg Leu Phe Pro Leu Ala Ser Leu Val Leu lie 
15 10 15 



Tyr Trp Val Ser Val Cys Phe Pro Val Cys Val Glu Val Pro Ser Glu 
20 25 30 



Thr Glu Ala Val Gin Gly Asn Pro Met Lys Leu Arg Cys lie Ser Cys 
35 40 45 



Met Lys Arg Glu Glu Val Glu Ala Thr Thr Val Val Glu Trp Phe Tyr 
50 55 60 



Arg Pro Glu Gly Gly Lys Asp Phe Leu lie Tyr Glu Tyr Arg Asn Gly 
65 70 75 80 



His Gin Glu Val Glu Ser Pro Phe Gin Gly Arg Leu Gin Trp Asn Gly 
85 90 95 



Ser Lys Asp Leu Gin Asp Val Ser lie Thr Val Leu Asn Val Thr Leu 
100 105 110 



Asn Asp Ser Gly Leu Tyr Thr Cys Asn Val Ser Arg Glu Phe Glu Phe 
115 120 125 



Glu Ala His Arg Pro Phe Val Lys Thr Thr Arg Leu lie Pro Leu Arg 
130 135 140 



Val Thr Glu Glu Ala Gly Glu Asp Phe Thr Ser Val Val Ser Glu 
145 150 155 



<210> 23 

<211> 159 

<212> PRT 

<213> Rat 

<400> 23 

Met Pro Ala Phe Asn Arg Leu Leu Pro Leu Ala Ser Leu Val Leu lie 
15 10 15 



Tyr Trp Val Arg Val Cys Phe Pro Val Cys Val Glu Val Pro Ser Glu 
20 25 30 



Thr Glu Ala Val Gin Gly Asn Pro Met Lys Leu Arg Cys lie Ser Cys 



35 



40 



45 



Met Lys Arg Glu Glu Val Glu Ala Thr Thr Val Val Glu Trp Phe Tyr 
50 55 60 



Arg Pro Glu Gly Gly Lys Asp Phe Leu lie Tyr Glu Tyr Arg Asn Gly 
65 70 75 80 



His Gin Glu Val Glu Ser Pro Phe Gin Gly Arg Leu Gin Trp Asn Gly 
85 90 95 



Ser Lys Asp Leu Gin Asp Val Ser lie Thr Val Leu Asn Val Thr Leu 
100 105 110 



Asn Asp Ser Gly Leu Tyr Thr Cys Asn Val Ser Arg Glu Phe Glu Phe 
115 120 125 



Glu Ala His Arg Pro Phe Val Lys Thr Thr Arg Leu lie Pro Leu Arg 
130 135 140 



Val Thr Glu Glu Ala Gly Glu Asp Phe Thr Ser Val Val Ser Glu 

150 155 



145 




<210> 


24 


<211> 


10 


<212> 


PRT 


<213> 


Homo 


<400> 


24 



Thr Thr Arg Leu lie Pro Leu Arg Val Thr 
15 10 



<210> 25 

<211> 13 

<212> PRT 

<213> Homo sapiens 

<400> 25 

Cys Met Lys Arg Glu Glu Val Glu Ala Thr Thr Val Val 
15 10 



<210> 26 

<211> 10 

<212> PRT 

<213> Homo sapiens 



<400> 26 

Tyr Glu Tyr Arg Asn Gly His Gin Glu Val 
15 10 



<210> 27 

<211> 12 

<212> PRT 

<213> Homo sapiens 

<400> 27 

Trp Asn Gly Ser Lys Asp Leu Gin Asp Val Ser lie 
15 10 



<210> 28 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Ser Arg Glu Phe Glu Phe Glu Ala His Arg Pro Phe Val Lys 
15 10 



<210> 29 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 29 

Val Glu Ser Pro Phe Gin Gly Arg Leu 
1 5 



<210> 30 

<211> 13 

<212> PRT 

<213> Homo sapiens 

<400> 30 

Glu Glu Ala Gly Glu Asp Phe Thr Ser Val Val Ser Glu 
15 10 



<210> 31 

<211> 34 

<212> PRT 

<213> Homo sapiens 



<400> 31 



Arg Lys Val 
1 



Ser Lys Ala Glu Glu Ala Ala Gin Glu Asn Ala Ser Asp 
5 10 15 



Tyr Leu Ala 



lie Pro Ser Glu Asn Lys Glu Asn Ser Ala Val Pro Val 
20 25 30 



Glu Glu 



<210> 32 

<211> 7 

<212> PRT 

<213> Homo sapiens 

<400> 32 

Asp Tyr Leu Ala lie Pro Ser 
1 5 



<210> 33 

<211> 22 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> primer used to amplify nucleic acid sequences encoding b3 subunit 
nucleic acid of rat or human 



<210> 34 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<22 3> primer used to amplify nucleic acid sequences encoding b3 subunit 
nucleic acid of rat or human 



<400> 33 

atgcctgcct tcaacagatt gc 



22 



<400> 34 

ttattcctcc acaggtacca 



20 



<210> 35 
<211> 45 
<212> DNA 



<213> Artificial sequence 



<220> 

<223> antisense radiolabelled oligonucleotide probe used in the in situ 



hybridization experiments 
<400> 35 

ggggaagcaa tctgttgaag gcaggcatct tttccaccgt aagcg 45 



<210> 


36 


<211> 


18 


<212> 


DNA 


<213> 


Artificial sequence 


<220> 




<223> 


primer used to amplify 




voltage -gated sodium ( 


<400> 


36 



ggtgaagcaa tatggccg 18 



<210> 37 

<211> 18 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> reverse primer (nucleotides 1317-1300) corresponding to unique se 
quence in the 3 ' untranslated region of each b subunit 

<400> 37 

agatgaggcc cagaaccc 18 



<210> 38 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> forward primer (nucleotides 1942-1961) corresponding to unique 
sequence in the 3 ' untranslated region of each b subunit 

<400> 38 

ggaagctgac tgccacagat 2 0 



<210> 39 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> reverse primer (nucleotides 2209-2190) corresponding to unique 
sequence in the 3 ' untranslated region of each b subunit 



<400> 39 

cctgggggac tttacaaaca 



20 



<210> 40 

<211> 19 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> a-tubulin forward primer (nucleotides 298-316) corresponding to 
unique sequence in the 3 ' untranslated region of each b subunit 

<400> 40 

cactggtacg tgggtgagg 19 



<210> 41 

<211> 22 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> reverse primer (nucleotides 469-448) corresponding to unique 
sequence in the 3 ' untranslated region of each b subunit 

<400> 41 

tttgacatga tacagggact gc 22 



<210> 42 

<211> 44 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> rat bl (nucleotides 1296-1252) primer used in immobilization of 
nucleic acid probe on a substrate 

<400> 42 

gcttgatggg gtgaagaggg gtcgggacag ggacagtagt gggc 44 



<210> 43 

<211> 45 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> rat a IIA (nucleotides 1659-1615) primer used in immobilization 
of nucleic acid probe on a substrate 

<400> 43 

gcagaatcca gagacttcag cggggcaggc gggataggtg ttttc 45 



<210> 44 

<211> 218 

<212> PRT 

<213> Rat 



<400> 



44 



Met Gly Thr Leu Leu Ala Leu Val Val Gly Ala Val Leu Val Ser Ser 
15 10 15 



Ala Trp Gly Gly Cys Val Glu Val Asp Ser Glu Thr Glu Ala Val Tyr 
20 25 30 



Gly Met Thr Phe Lys lie Leu Cys lie Ser Cys Lys Arg Arg Ser Glu 
35 40 45 



Thr Thr Ala Glu Thr Phe Thr Glu Trp Thr Phe Arg Gin Lys Gly Thr 
50 55 60 



Glu Glu Phe Val Lys lie Leu Arg Tyr Glu Asn Glu Val Leu Gin Leu 
65 70 75 80 



Glu Glu Asp Glu Arg Phe Glu Gly Arg Val Val Trp Asn Gly Ser Arg 
85 90 95 



Gly Thr Lys Asp Leu Gin Asp Leu Ser lie Phe lie Thr Asn Val Thr 
100 105 110 



Tyr Asn His Ser Gly Asp Tyr Glu Cys His Val Tyr Arg Leu Leu Phe 
115 120 125 



Phe Asp Asn Tyr Glu His Asn Thr Ser Val Val Lys Lys lie His Leu 
130 135 140 



Glu Val Val Asp Lys Ala Asn Arg Asp Met Ala Ser lie Val Ser Glu 
145 150 155 160 



lie Met Met Tyr Val Leu He Val Val Leu Thr He Trp Leu Val Ala 
165 170 175 



Glu Met Val Tyr Cys Tyr Lys Lys He Ala Ala Ala Thr Glu Ala Ala 
180 185 190 



Ala Gin Glu Asn Ala Ser Glu Tyr Leu Ala lie Thr Ser Glu Ser Lys 
195 200 205 



Glu Asn Cys Thr Gly Val Gin Val Ala Glu 
210 215 



<210> 45 

<211> 119 

<212> PRT 

<213> Rat 

<400> 45 

He Val Val Tyr Thr Asp Arg Glu Val Tyr Gly Ala Val Gly Ser Gin 
1 5 10 15 



Val Thr Leu His Cys Ser Phe Trp Ser Ser Glu Trp Val Ser Asp Asp 
20 25 30 



He Ser Phe Thr Trp Arg Tyr Gin Pro Glu Gly Gly Arg Asp Ala He 
35 40 45 



Ser He Phe His Tyr Ala Lys Gly Gin Pro Tyr He Asp Glu Val Gly 
50 55 60 



Thr Phe Lys Glu Arg He Gin Trp Val Gly Asp Pro Ser Trp Lys Asp 
65 70 75 80 



Gly Ser He Val He His Asn Leu Asp Tyr Ser Asp Asn Gly Thr Phe 
85 90 95 



Thr Cys Asp Val Lys Asn Pro Pro Asp He Val Gly Lys Thr Ser Gin 
100 105 110 



Val Thr Leu Tyr Val Phe Glu 
115 



<210> 46 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<400> 46 

Glu Gly Gly Lys Asp Phe Leu He 
1 5 



<210> 47 

<211> 34 

<212> PRT 

<213> Rat 



<400> 47 



Arg Lys Val Ser Lys Ala Glu Glu Ala Ala Gin Glu Asn Ala Ser Asp 
15 10 15 



Tyr Leu Ala lie Pro Ser Glu Asn Lys Glu Asn Ser Val Val Pro Val 
20 25 30 



Glu Glu 



